the UVR region (305, 320, and 380 nm) and one broad-band channel for PAR (400-700 nm). (2 h at 500ºC) GF/F Whatman filters (25-mm diameter); after this, they were acidified with 1N
35
HCl (2%) and stored in darkness at 4ºC until analysis. DOC concentrations were measured with 36 the high-temperature catalytic oxidation method in a TOC analyzer (Shimadzu, model 5000) 2 .
37

Supplementary text S2
38
Nutrients pulse intensity and UVR effects on metabolic variables: The percentage of 39 photosynthetic excreted gross assimilation (%PEGA), from a direct measurement of carbon (C) 40 incorporated by bacteria of photosynthetic origin, was consistently < 100% in all treatments, and showed a similar pattern to that of the bacterial carbon demand: excreted organic carbon (BCD:
42 EOC) ratio ( Fig. S3A ; Table S7 ), suggesting that the C released by phytoplankton was the main
43
C source supporting BCD.
44
In general, the addition of a moderate or intense pulse increased sestonic P and all 45 metabolic variables, but decreased sestonic carbon: phosphorus (C:P) ratio with respect to 46 ambient conditions. However, a combined impact of UVR and a moderate pulse counteracted
47
(e.g., EOC, BGE) or reversed (e.g., BP, BR) the negative UVR effects, whereas an intense 48 nutrient pulse unmasked (e.g., sestonic P, PP, BR, %PEGA) or even enhanced (e.g., BP, EOC) 49 these negative UVR effects ( Fig. S4 ; Table S8 ).
50
Supplementary text S3 nanoflagellates (HNF), an aliquot of 300-mL of each sample was allowed to settle for 72 h, and 95 the supernatant was removed by suction with a Pasteur pipette coupled to a low-pressure pump.
96
The remaining 50 mL were again settled in an Utermöhl chamber with the same procedure as 97 described above for phytoplankton counting.
98
Bacteria abundances: Before analyses, the samples were unfrozen and stained with 
